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° o xw . hewly added in 2004
C lasses l n B] O Ru by (Some classes are not listed here.) wdated : Significant improvement in 2004
Basic data structures Databases and sequence file formats File, network, and database 1/0 Histor
spaated Bio: :Sequence::NA Nucleic acid sequence e apdated» Bio: :FastaFormat FASTA format Bio::Registry OBDA Registry service y
wdated Bjo::Sequence::AA Amino acid sequence spaated> Bio:: GenBank GenBank / DDBJ Bio::SQL OBDA BioSQL RDB schema (1995/12/21 Ruby language (0.95) released)
Bio::Locations Location Bio::RefSeq RefSeq Bio::Fetch OBDA BioFetch via HTTP 2000/11/21 BioRuby project started
Bio::Features Annotations wpdated> Bio:: EMBL EMBL e Bio::FlatFilelndex OBDA flat file indexing system 2001/03/18 mailing list started
Bio::References Literatures wdated> Bio::SPTR SwissProt and TrEMBL e wastesr Bio: * FlatFile Flat file reader with data 2001/06/21 bioruby-0.1
Bio::Relation Binary relation * Bio::NBRF PIR oo o format autodetection 2001/07/19 ISMB/BOSC2001 lightning talks
Bio::Pathway Graph / Pathway o update» Bio::PDB Protein Data Bank Bio::PubMed NCBI PubMed service 2001/10/24 bioruby-0.3 w/ CVS repository
o updated> Bjo: : Alignment Alignment apcated> Bjo: :PROSITE PROSITE motif apaate» Bi0: :DAS Distributed Annotation System 2002/01/02 BioHackathon w/ BioFetch server
uwpdated> Bi0::CodonTable Genetic codes updated> Bi0: : AAindex AAindex saate Bio: :KEGG::APl  KEGG web services 2002/12/11 MBSJ2002 poster
Wrappers and parsers for bioinformatics tools = 8-GO 200 12116 IO softvare cemorstrtior
spaated> B10: : Blast BLAST (similarity search) 10-- eneral Feature Format oruby-.4.
S NPT apaated» Bio: : KEGG::GENES KEGG GENES : 2003/02/17 BioHackathon 2003
Bio::Fasta FASTA (similarity search) ! UnitTests .
. L apdated» Bio: : KEGG::GENOME KEGG GENOME 2003/06/25 bioruby-0.5.0 released
Bio::HMMER HMMER (similarity search) , new test/all_tests.rb
e wasies Bio::ClustalW  CLUSTAL W (multiple alignment) weates: B10::KEGG::KO KEGG Orthology 2003/06/27 15MB/BOSC2003 talks
*Bio::MAFFT  MAFFT (multiple alignment) wores: B10::KEGGHENZYME  — KEGG ENZYME Command-line applications (instatied asbr *.ib) | Z005/97/16 bioruby-0.5.1 released
L . . apdated> Bio::KEGG::COMPOUND KEGG COMPOUND : , , 2003/08/22 bioruby-0.5.2 released
apdated» Bio: : PSORT PSORT (protein subcellular localization) = Bio KEGG:- GLYCAN KEGG GLYCAN biogetseq  OBDA Resistry sequence retrieval 2003/10/13 biorubv-0.5.3 released
Bio::TargetP TargetP (signal peptides) 10-- B biofetch OBDA BioFetch sequence retrieval y .-
. . New Bio::KEGG::REACTION KEGG REACTION : o 2003/12/10 MBSJ2003 poster
Bio::SOSUI SOSUI (transmembrane helix) Bio KEGG: - CELL KEGG CELL e bioflat Creates/searches ODBA flat file index 2003/12/15 GIW2003 poster
Bio::TMHMM  TMHMM (transmembrane helix) 10::KEGG::CE « pmfetch  Reference utility P .
S N Bio::KEGG::Microarrays KEGG EXPRESSION 2004/01/03 CVS repository moved to Open-Bio
y
wdated> Bi0:: GenScan GenScan (gene finding) Bio: KEGG.-BRITE Biomolecular Reacti . 2004/07/29 ISMB/BOSC2004 talk
Bio::EMBOSS EMBOSS (analysis package) 10- - lomolecular Reactions Sample / Miscellaneous . At
« xew Bio®-Sim4 Sim4 (genomic mapping) B!o::LITDB Proteln(pgptlde literatures goslim. rb GO slim histgram 2004/08/24 b!oruby-O.é.O released
o xew Bio::Spidey Spidey (MRNA-to-genomic alignment) Bio:: TRANSFAC Transcription Factor database tdiary.rb Plug-in for tDiary 2004/08/25 bioruby-0.6.1 released
e Ntk « Bio:: i i Y ) 2004/12/13 bioruby-0.6.2 released
o new Bio::Blat BLAT (BLAST-like alignment tool) B‘,O"FANTOM Functlonal.an.notatlo.n of mouse ., biofetch.rb BioFetch server :
apdated> Bio: * MEDLINE MEDLINE bibliographic database 2004/12/13 GIW2004 software demonstration
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259 A PRI 7 BLASTN: 104,921,408/54 &, 8014 kY
IS ﬁio::Blast:S:II))e;fa;ItZ:: 1 BLASTX: 104,858,552/\1 I\, 16013 MY
eport::H
BioRuby, BioPerl ZNZFNDBLAST/NA—H &, iARR I NIRRT S—
BLAST/S—H4 5475 U Zerg(*) DB THREE L VREDLEEZ1To /2D BLASTIC & 3 IR S BLASTN BLASTX
MERTHS. BioRUbyDBLAST/S—H (dBioPerl& (ZIFFIZDHEEEE 13 ERORIEE. S R AR S R
DN, 202l EDOZEREZRL TUVS, ZergldBioRuby®BLAST/N—H & SCHSP (s) >.D. (MB/s) EEL (s) >.D. (MB/s) EEL
UESICHIMESERTHSD. TONDLY —ZRDOEEBEICKRITISTH 5, High-Scoring Segment Pair

D%, EfEZEZ 53

£/, ZergldA /XM IVCA VA M—=IVIPRVBETH S/, BioRuby® PR S N - BB 4 S BioRuby
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MEZEFHIENAIEETH S LHEFTE S,

X d e A Zerg-C 2.437 0.002 41.1 308 2.685 0.001 37.2 399
Lerg-Perl 2.605 0.002 38.4 288 2.977 0.002 33.6 366

* Paquola,A.C.M., et al.(2003) Zerg: a very fast BLAST parser library,
Bioinformatics, 19, 1035-1036. Lerg-Perl2 | 36.687 0.051 2.73 20.5 57.675 0.222 1.73 18.6
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S . S i i > = o s . flag = t if (gstr.length >= lt. len * )
},'EH%@I] o770 oA BLASTiE R it HihAA. Eole< by b ULTWRWD, —EDFEHEF afsst;?ingth S hit ten :co\r,:izge)query_ oo e
J/XJ:@L/_ 4 Fb\%5hf£b\7I'J—%§/_T§'% 7['7\\3-[)\0 break if flag
end
£ £l h
+ ==+ 7, > | #!/usr/bin/env ruby ' I. 39 © erll £ 14 N
BLASTIER £ AR H, JTU—, by kLS #juer/oine print result.query def.split(o], "\n
@%ﬁﬁ, 7714 X2 MK, e-value, Ly X7 % coverage = 0.5 encein
jStﬂD—CHSP{EEL:%/_J——\j% 7']7\\3.[)\0 evalue max = 1 #ff.close
def min(a,b) ; (a > b) ? b : a; end
#!/usr/bin/env ruby def abssub(b, a); (b >= a) ? b - a : a - b; end
require 'bio'
ff = Bio::FlatFile.auto (ARGF) ff = Bio::FlatFile.open(Bio::Blast::Default::Report, STDIN)
| , ‘ile.auto(ARGE) | £f cach do |zesult] Acknowledgements
print [ 'Query', 'Subject', 'AlignLen', flag - nil
'eValue', 'BitScore' ].join("\t"), "\n" STDERR . D11 .
.print "query: #{result.query def}\nlength: #{result.query len}\n" 0
ff.each do |r| result.each hit do |hit| B]ORUby Developers
gqdef = r.query def.split[0] gstr = ' ' * result.query len . .
r,each_hj_t do |hj_t| next if hit.hsps.size <= 0 O 0O O TOSh]ak] Katayama
hdef = hit.definition.split[0] sstr = ' ' * hit.len O O Mitsuteru Nakao
hit.each do |hsp] hlz'faizpdzvi?i]z' . . ‘o
ale111 - Esp.aliglgn_len e i1t 4ol if e o Jre O O Yoshinori OkUJ]
Svesne = web.evatne e = e.tof o o o Shuichi Kawashima
bscore = hsp.bit score if (e <= evalue max) then .
print [ gdef, hdef, alen, evalue, hspgstart = min(hsp.query from, hsp.query to) - 1 O O Masum] ItOh
bscore ] .9o0in("\t"), hspglen = abssub(hsp.query from, hsp.query to) + 1 .
n\n" ] gstr [hspgstart, hspglen] = ('X' * hspglen) O O AleX GUtter]dge
hspsstart = min(hsp.hit from, hsp.hit to) - 1
ceind hspslen = abssub (hsp.hit from, hsp.hit to) + 1 o O Moses HOhman
erl — 1 1T % >
N _ Setrinspsstare, hspsten] = (17 ¥ nspsien) o o and some other contributors on the net.
ff.close end . .
gstr.tri(l 1, 1) o Open Bio* community
sstr.txr! (' ', '")
slen = result.query len
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